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Sample Name % BP Trimmed % Dups
SRR11066831 Imst 39.7%
SRR11066835 qu 351%
SRRA11066839 Iu% 387%
SRR11066843 Imf. 38.7%
SRR11066847 Im% 31%
SRR11066851 Il.o% 45.6%
SRR11066855 Ium 126%
SRR11066859 |1.o% 52%
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Supplementary Figure 1. Gene sequence quality control report.



